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ATCCAGAAGT
TAGGTCTTCA

GAAAACTTTA
CTTTTGAAAT

CTCTAAAAAT
GAGATTTTTA

CCCACTTCCG

B cracGc

TGTTTTTTTG
ACAAAAAAAC

TACGTCGATG
ATGCAGCTAC

ACCACCACCA
TGGTGGTGGT

TCTTAATAAT
AGAATTATTA

AAAAGTAGTT

AAATAATTAC
TTTATTAATG

AGGCCCTGCA
TCCGGGACGT

TATACATACT
ATATGTATGA

I Box 4

TCT-motif

CGTCA-motif

GAGCATCAGG CAGATGCGACIGTCAGGCTTT
83 =

CTCGTAGTCC GTCTACGCTG CAGTCCGAAA

TGACG-motif
ATT i TGATATATTT GACGCAAACT

TAATAATTAG ACTATATAAR CTGCGTTTGA

circadian

GTGTCTTECT TACGTGCTTCA CAAACTGTGG

CACAGAAAGA

TGCAAGCTTG
ACGTTCGAAC

GTGCARAAAA
CACGTTTTTT

TTGCACTGTT
AACGTGACAA

ACACAGCTGG
TGTGTCGACC

TGCCCTGRAC
BEEScacrTe

AABA%F%EEG

ATGACGAAGT

ATGATAAGAA
TACTATTCTT

GCACCATTCA
CGTGGTAAGT

TGCAGCAACA
ACGTCGTTGT

GTTTGACACC

GTCTCTAATT
CAGAGATTAA

GTAGTTCGGG
CATCAAGCCC

TTCTATCTAT
AAGATAGATA

§ Unnamed 4

ATATAGAAAA
TATATCTTTT

TTTACTTTGA
AAATGAAACT

conniiillc

core

TTTTATEAGENGET TAARARG

ATATGTAAGT
TATACATTCA

GGAAGAAAGC
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TTCTTCCTAC
AAGAAGGATG

GGGGTGTARA
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AAGAACAGAA
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Abstract

Soil salinity is one of the major limitations of rice production worldwide, especially in coastal areas. Sensitivity
or tolerance of rice to salinity depends on the coordinated function of stress-responsive genes. In order to
investigate the genes related to stress response, expressed sequence tags from salinity tolerant and sensitive rice
libraries with 4571 and 3823 EST sequences from the Harvard University database were analyzed. EST sequences
were assembled using EGassembler software to find similarities between the two libraries. The unigenes were
analyzed using X-blast by CLCbio software against non-redundant gene bank proteins. IDEGS6 statistical software
and Audic-Claverie statistics were used to identify differential expression genes between libraries. The
GoMapMan comparative classification tool was used to classify the functional catalogs. Statistically significant
differences were observed between the genes of the two libraries in 9 functional groups. The results indicate the
importance of genes involved in the three key functional groups, transport, components of the long-distance
signaling pathway and epigenetic regulation in salinity tolerant cultivars, introducing TPC1 as a possible candidate
for molecular modification of salinity-sensitive rice genotypes. The function of the cis-acting elements in the
promoter region of this gene determines the regulatory network of salinity stress response mechanisms that will
be necessary to better understand stress management in plant salinity tolerance to cope with the consequences of
climate change and other environmental challenges. Improving the stress response systems and adaptation to them
in plants can contribute to achieving sustainable agricultural goals and food security around the world.

Keywords: Expressed sequence tags (EST), gene expression, two-pore calcium channel protein (TPC), soil
salinity, promoter regulatory regions
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